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Longivarius W. Dong, H. Zhang & K.D. Hyde 

Longivarius is a monotypic genus, which was transferred from Annulatascus based on 

multigene phylogeny and morphological characteristics by Dong et al. (2021), with 

Longivarius aquatorbae (Boonyuen & Sri-indr.) W. Dong, H. Zhang & K.D. Hyde as the 

type (Dong et al. 2021). Longivarius aquatorbae was collected from submerged wood test 

block of Erythrophleum teysmannii in Thailand (Boonyuen et al. 2012). It’s characterized by 

semi-immersed or superficial, globose, brown to dark brown ascomata with a long neck; 

brown, thick-walled peridium comprising pseudoparenchymatous cells; pseudoparaphyses 

filiform, septate, hyaline; unitunicate, cylindrical asci with a distinct, wedge-shaped, J-, 

apical ring; fusoid to lunate, septate ascospores without appendages or sheath (Boonyuen et al. 

2012, Dong et al. 2021). Based on unevenly colored ascospores with brown central cells and 

subhyaline end cells, and combined with the results of multigene phylogenetic analysis, Dong 

et al. (2021) introduced Longivarius to accommodate this species that is significantly 

different from other species of Annulatascus. Currently, only one species, Longivarius 

aquatorbae (Boonyuen & Sri-indr.) W. Dong, H. Zhang & K.D. Hyde in Longivarius, and 

only LSU sequence data are valuable (Dong et al. 2021).  
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