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Leptomelanconium Petr.  

Kowalski et al. (2018) provided ITS and LSU sequences for specimens authentic for 

the type species of Leptomelanconium, L. allescheri (= L. asperulum), a needle pathogen of 

Pinus spp. Previously, the only DNA sequence data available for the genus was L. australiense 

(= Teratosphaeria australiensis, Teratosphaeriaceae, Mycosphaeriales). The new sequence 

data placed the type species of Leptomelanconium in the unnamed monophyletic clade 

containing Piceomphale bulgarioides, sister and basal to Sclerotiniaceae plus Rutstroemiaceae 

in Helotiales (Kowalski et al. 2018, Johnston et al. 2019). This position has morphological 

support from the structure of the amyloid ring at the ascus apex, typical of the Sclerotinia type.  

With all Leptomelanconium spp. known only from their asexual states, the phylogenetic 

position of the other species requires confirmation with DNA sequences.  
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