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Variabilispora S. Bien, C. Kraus & Damm  

Variabilispora comprises two species, the type species V. flava, isolated from a spore 
trap mounted on a vine of Vitis vinifera in Germany, and V. viridis, isolated from Picea abies 
driftwood in Norway (Bien et al. 2020, Crous et al. 2021). Both species are yeast-like in culture 
due to abundant conidia, which are formed from conidiophores reduced to phialides, directly 
from hyphae, and by microcyclic conidiation. Although multigene analyses are not available 
for Pallidophorina, its position within the phylogeny of Bien et al. (2020) suggests that it is 
incertae sedis within Leotiales, following Quijada et al. (2022).  
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