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Basingstokeomyces Crous & Denman 

Crous et al. (2023) introduced Basingstokeomyces into Vandijckellaceae (Helotiales, 

Leotiomycetes, Ascomycota) to accommodate the monotypic species, B. allii Crous & Denman 

based on morphological characteristics and the multi-gene phylogenetic analyses of ITS, LSU, 

and rpb2 sequence data. Basingstokeomyces, which was isolated from Allium schoenoprasum 

(Amaryllidaceae) in Britain, exhibits distinctive features, including penicillate conidiophores 

that form 2–4 terminal clusters featuring flat-tipped apices. Additionally, the terminal 

conidiogenous cells display several flat-tipped apices without noticeable thickening or 

darkening, and the chain conidia are observed to be aseptate (Crous et al. 2023). This genus 

can be distinguished from its close relative Vandijckella by its penicillate conidiophores 

forming 2–4 terminal clusters with flat-tipped apex, in contrast to the simple conidiophores of 

the latter that produce monophialides, occurring solitarily and laterally on aerial hyphae 

(Crous et al. 2017, 2023).  
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