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Engleromyces Henn.  

Zhou et al. (2021) have recently been the first to generate DNA sequence data of a species 

of Engleromyces and finally confirmed the placement of this genus, whose species form massive 

stromatal on bamboo that are used in folk medicine, in the Xylariaceae. Previosuly, it had been 

only retained in the family based on chemotaxonomy and ascospore morphology (cf. Wendt et al. 

2018) (M. Stadler). 
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