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Polonosporaceae Błaszk. et al. 

Polonosporaceae was introduced by Błaszkowski et al. (2021b) based on new phylogenetic 

data set of 18S-ITS-28S + RPB1 sequences of a fungus described originally as Acaulospora 

polonica in Poland. Such analysis put A. polonica as a sister (divergent) clade of 

Archaeosporaceae and Ambisporaceae in Archaeosporales. Environmental sequences suggest that 

the new family includes other genera yet to be described and a worldwide distribution (Kolarikova 

et al. 2021) (B.T. Goto, F. Marguno & J. Błaszkowski). 
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