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Diaporthe Nitschke 

Diaporthe (syn. Phomopsis) is the most diverse genus in Diaporthaceae, with around 2000 

species epithets available in public databases. More than 300 phylogenetically defined species and 

numerous unidentified DNA sequences available in GenBank are evidence of the hyperdiversity 

in the genus (Gomes et al. 2013; Udayanga et al. 2014b, 2021; Manawasinghe et al. 2019). Based 

on a comprehensive phylogenetic reappraisal of the genus, Norphanphoun et al. (2022) formulated 

a species-group concept through multi-gene phylogenetic analysis. These species groups are based 

on 13 monophyletic clades representing new and few formerly known species complexes 

(Norphanphoun et al. 2022). Although numerous species considered within species groups are 

primarily defined based on multi gene phylogeny, differentiating species based on commonly used 

sets of genes are often argued by various authors (Udayanga et al. 2014a; Hilário et al. 2021 a, b). 

For instance, Hilário et al (2021 a, b) observed a high degree of recombination among the formerly 

recognized phylogenetic species within D. eres and D. amygdali species complexes. Furthermore, 

recent phylogenetic studies further reveal that the genus is paraphyletic and several 

morphologically distinct genera such as Phaeocytostroma and Stenocarpella are placed among the 

species complexes of Diaporthe family level phylogenetic trees (Gao et al. 2017; Norphanphoun 

et al. 2022). Therefore, generic limits of this genus should be reconsidered in future studies with 

more available data and taxonomic overview within the family. 
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