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Neolentithecia C. Phukhams., K.D. Hyde & Y. Li 

Hyde et al. (2021) introduced Neolentithecia as a monotypic genus in Lentitheciaceae 

(Pleosporales, Dothideomycetes) to accommodate N. changchunensis Phukhams., K.D. Hyde, 

W.X. Su & Y. Li. This fungus was collected as a saprobe on dried twigs of Sorbus sp. from a 

terrestrial habitat in Jilin Province, China (Hyde et al. 2021). The genus is characterized by 

solitary, immersed, globose, uniloculate, ascomata with a central and papillate ostiole, a thick 

peridium of cells arranged in textura angularis, cellular pseudoparaphyses, clavate, long 

pedicellate asci with a well-developed ocular chamber and brown, oval to obovoid, muriform 

ascospores (Hyde et al. 2021). Neolentithecia has similar morphology to Murilentithecium 

based on its globose ascomata, clavate asci and muriform ascospores (Wanasinghe et al. 2014) 

in Lentitheciaceae, but these two genera are not monophyletic. Phylogenetically, 

Neolentithecia has a sister affiliation to Darksidea, Halobyssothecium and Lentithecium, but 

differs in having brown, muriform ascospores. Based on the multi-gene (LSU, SSU, ITS and 

tef1) phylogenetic analyses, Neolentithecia changchunensis has a monophyletic affinity to 

Lentithecium aquaticum (CBS 123099). However, L. aquaticum is distinct from Neolentithecia 

changchunensis in its lenticular ascomata and broadly fusiform, hyaline, two-celled ascospores 

with distinctive globules, whereas Neolentithecia has globose ascomata and pale to brown, oval 

or obovoid, muriform ascospores without any guttules (Zhang et al. 2009, Tanaka et al. 2015, 

Hyde et al. 2021). The exact generic placement of Lentithecium aquaticum should be further 

investigated. Currently, Neolentithecia changchunensis is only known from its sexual morph 

characteristics and the asexual morph of the genus should be confirmed and discussed its 

relatedness to asexual morphic genera in the family. In a recent study, Liu et al. (2022) 

introduced Crassoascoma to accommodate C. potentillae which was collected from living and 

decayed branches of Potentilla fruticosa in Qinghai-Tibet Plateau, China. The phylogenetic 

analyses of Liu et al. (2022) showed that the later genus has a close phylogenetic affinity to 

Darksidea, Halobyssothecium and Lentithecium in Lentitheciaceae. They did not include 

Neolentithecia changchunensis in their phylogenetic analyses which was already published. 

Therefore, the phylogenetic relationship of Crassoascoma and Neolentithecia should be further 

investigated. However, they differ in their asci and ascospore characteristics (Hyde et al. 2021, 

Liu et al. 2022). 
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